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1 GGTACCGGTA GAAAAAATGA 
51 TCCCAATTCT TGTTGAATTA 
101 GTCAGTGGAG AGGGTGAAGG 
5 151 ATTTATTTGC ACTACTGGAA 
201 CTACTTTCTC TTATGGTGTT 
251 AAACGGCATG ACTTTTTCAA 
301 ACGCACTATA TCTTTCAAAG 
351 TCAAGTTTGA AGGTGATACC 

10 401 GATTTTAAAG AAGATGGAAA 
451 TAACTCACAC AATGTATACA 
501 AAGCTAACTT CAAAATTCGC 
551 GCAGACCATT ATCAACAAAA 
601 ACCAGACAAC CATTACCTGT 

15 651 ACGAAAAGCG TGACCACATG 
701 ATTACACATG GCATGGATGA 



SEQUENCE LISTING 1 

GTAAAGGAGA AGAACTTTTC ACTGGAGTTG 
GATGGTGATG TTAATGGGCA CAAATTTTCT 
TGATGCAACA TACGGAAAAC TTACCCTTAA 
AACTACCTGT TCCATGGCCA ACACTTGTCA 
CAATGCTTTT CCCGTTATCC GGATCATATG 
GAGTGCCATG CCCGAAGGTT ATGTACAGGA 
ATGACGGGAA CTACAAGACG CGTGCTGAAG 
CTTGTTAATC GTATCGAGTT AAAAGGTATT 
CATTCTCGGA CACAAACTCG AGTACAACTA 
'5CACGGCAGA CAAACAAAAG AATGGAATCA 
CACAACATTG AAGATGGATC CGTTCAACTA 
TACTCCAATT GGCGATGGCC CTGTCCTTTT 
CGACACAATC TGCCCTTTCG AAAGATCCCA 
GTCCTTCTTG AGTTTGTAAC TGCTGCTGGG 
GCTCTACAAA TAA 
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1 CATCACCATC ACCATCACCC 
51 GAATCTTTAT TTTCAGGGCG 
101 AGATGCTGCT GGAGGCGGCC 
5 151 GAACATGGTT ATGCCTCCAT 

201 CTTAAAACGG AGGAACAAAT 
251 CTCACAATGA AATGGAGAAG 
301 GAGAAGTTGA AGGGGCTGGT 
351 TACGTTGAGT TTATTAACAA 
10 401 ATTGTGACAG AAAAGCCGTT 

451 CGACACCTGA AGAGGCAGCT 
501 GGACAGCATC GGCTCCACCG 
551 AAGAAATCGA CGTTGACGTG 
601 GACTGGAGCA GCAGCAGTGT 
15 651 GAGCCTCGGC AGTGATGAGG 

701 AGCTGCAGGA CAGTCACAAG 
751 GATCCGAATT CGAGCTCCGT 
801 CCACCACCAC CACTGAGATC 
851 AGTTGGCTGC TGCCACCGCT 
20 901 TCTAAACGGG TCTTGAGGGG 

951 ATTGGCGAAT GGGACGCGCC 
1001 GGTGGTTACG CGCAGCGTGA 
1051 CTCCTTTCGC TTTCTTCCCT 
1101 CGTCAAGCTC TAAATCGGGG 
25 1151 ACGGCACCTC GACCCCAAAA 
1201 GGCCATCGCC CTGATAGACG 
1251 TTCTTTAATA GTGGACTCTT 
1301 CTCGGTCTAT TCTTTTGATT 
1351 GGTTAAAAAA TGAGCTGATT 
30 14 01 ATATTAACGT TTACAATTTC 
1451 AACCCCTATT TGTTTATTTT 
1501 TGAATTAATT CTTAGAAAAA 
1551 ATTCATATCA GGATTATCAA 
1601 ATGAAGGAGA AAACTCACCG 
35 1651 TATCGGTCTG CGATTCCGAC 
1701 CCCCTCGTCA AAAATAAGGT 
1751 CTGAATCCGG TGAGAATGGC 
1801 TCAACAGGCC AGCCATTACG 
1851 ACCGTTATTC ATTCGTGATT 
40 1901 TGTTAAAAGG ACAATTACAA 
1951 ACTGCCAGCG CATCAACAAT 
2001 TACCTGGAAT GCTGTTTTCC 
2051 CATCAGGAGT ACGGATAAAA 
2101 GTCAGCCAGT TTAGTCTGAC 
45 2151 ACCTTTGCCA TGTTTCAGAA 
2201 ATCGATAGAT TGTCGCACCT 
2251 TACCCATATA AATCAGCATC 
2301 AGACGTTTCC CGTTGAATAT 
2351 TGTAAGCAGA CAGTTTTATT 
50 2401 TTCGTTCCAC TGAGCGTCAG 
2451 GAGATCCTTT TTTTCTGCGC 
2501 CCGCTACCAG CGGTGGTTTG 
2551 TCCGAAGGTA ACTGGCTTCA 
2601 TAGTGTAGCC GTAGTTAGGC 
55 2651 ACATACCTCG CTCTGCTAAT 
2701 TAAGTCGTGT CTTACCGGGT 
2751 CGCAGCGGTC GGGCTGAACG 
2801 CGAACGACCT ACACCGAACT 
2851 CGCCACGCTT CCCGAAGGGA 
60 2901 GGGTCGGAAC AGGAGAGCGC 
2951 TATCTTTATA GTCCTGTCGG 



SEQUENCE LISTING 2 

CATGAGCGAT TACGACATCC CCACTACTGA 
CCATGGCGGC GGCGGTTCGG ATGAACATCC 
GACTATCTGG AGCGGCGGGA GAGAGAAGCT 
GTTACCATAC AAAAACAAGG ACAGAGATGC 
CCAAAAAGAA TAACAGCAGT AGCAGATCAA 
AATAGACGGG CTCATCTTCG CTTGTGCCTG 
GCCACTGGGA CCCGAATCAA GTCGACACAC 
AAGCCAAATT GCACATAAAG AAACTTGAAG 
CACCAAATCG ACCAGCTTCA GCGAGAGCAG 
GGAGAAGCTG GGCATTGAGA GGATCCGGAT 
TCTCCTCGGA GCGCTCCGAC TCCGACAGGG 
GAGAGCACGG ACTATCTCAC AGGTGATCTG 
GAGCGACTCT GACGAGCGGG GCAGCATGCA 
GCTATTCCAG CACCAGCATC AAGAGAATAA 
GCGTGTCTTG GTCTCTAACT AGTGGTACCG 
CGACAAGCTT GCGGCCGCAC TCGAGCACCA 
CGGCTGCTAA CAAAGCCCGA AAGGAAGCTG 
GAGCAATAAC TAGCATAACC CCTTGGGGCC 
TTTTTTGCTG AAAGGAGGAA CTATATCCGG 
CTGTAGCGGC GCATTAAGCG CGGCGGGTGT 
CCGCTACACT TGCCAGCGCC CTAGCGCCCG 
TCCTTTCTCG CCACGTTCGC CGGCTTTCCC 
GCTCCCTTTA GGGTTCCGAT TTAGTGCTTT 
AACTTGATTA GGGTGATGGT TCACGTAGTG 
GTTTTTCGCC CTTTGACGTT GGAGTCCACG 
GTTCCAAACT GGAACAACAC TCAACCCTAT 
TATAAGGGAT TTTGCCGATT TCGGCCTATT 
TAACAAAAAT TTAACGCGAA TTTTAACAAA 
AGGTGGCACT TTTCGGGGAA ATGTGCGCGG 
TCTAAATACA TTCAAATATG TATCCGCTCA 
CTCATCGAGC ATCAAATGAA ACTGCAATTT 
TACCATATTT TTGAAAAAGC CGTTTCTGTA 
AGGCAGTTCC ATAGGATGGC AAGATCCTGG 
TCGTCCAACA TCAATACAAC CTATTAATTT 
TATCAAGTGA GAAATCACCA TGAGTGACGA 
AAAAGTTTAT GCATTTCTTT CCAGACTTGT 
CTCGTCATCA AAATCACTCG CATCAACCAA 
GCGCCTGAGC GAGACGAAAT ACGCGATCGC 
ACAGGAATCG AATGCAACCG GCGCAGGAAC 
ATTTTCACCT GAATCAGGAT ATTCTTCTAA 
CGGGGATCGC AGTGGTGAGT AACCATGCAT 
TGCTTGATGG TCGGAAGAGG CATAAATTCC 
CATCTCATCT GTAACATCAT TGGCAACGCT 
ACAACTCTGG CGCATCGGGC TTCCCATACA 
GATTGCCCGA CATTATCGCG AGCCCATTTA 
CATGTTGGAA TTTAATCGCG GCCTAGAGCA 
GGCTCATAAC ACCCCTTGTA TTACTGTTTA 
GTTCATGACC AAAATCCCTT AACGTGAGTT 
ACCCCGTAGA AAAGATCAAA GGATCTTCTT 
GTAATCTGCT GCTTGCAAAC AAAAAAACCA 
TTTGCCGGAT CAAGAGCTAC CAACTCTTTT 
GCAGAGCGCA GATACCAAAT ACTGTCCTTC 
CACCACTTCA AGAACTCTGT AGCACCGCCT 
CCTGTTACCA GTGGCTGCTG CCAGTGGCGA 
TGGACTCAAG ACGATAGTTA CCGGATAAGG 
GGGGGTTCGT GCACACAGCC CAGCTTGGAG 
GAGATACCTA CAGCGTGAGC TATGAGAAAG 
GAAAGGCGGA CAGGTATCCG GTAAGCGGCA 
ACGAGGGAGC TTCCAGGGGG AAACGCCTGG 
GTTTCGCCAC CTCTGACTTG AGCGTCGATT 
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3001 TTTGTGATGC TCGTCAGGGG 
3051 CGGCCTTTTT ACGGTTCCTG 
3101 TTTCCTGCGT TATCCCCTGA 
3151 GTGAGCTGAT ACCGCTCGCC 
5 3201 TGAGCGAGGA AGCGGAAGAG 
3251 CTGTGCGGTA TTTCACACCG 
3301 TCTGATGCCG CATAGTTAAG 
3351 TGGGTCATGG CTGCGCCCCG 
3401 ACGGGCTTGT CTGCTCCCGG 
10 3451 CCGGGAGCTG CATGTGTCAG 
3501 AGGCAGCTGC GGTAAAGCTC 
3551 GTCTGCCTGT TCATCCGCGT 
3601 ATGTCTGGCT TCTGATAAAG 
3651 TTGGTCACTG ATGCCTCCGT 
15 3701 GATACCGATG AAACGAGAGA 
3751 AACATGCCCG GTTACTGGAA 
3801 ATGCGGCGGG ACCAGAGAAA 
3851 TAATACAGAT GTAGGTGTTC 
3901 AGATCCGGAA CATAATGGTG 
20 3951 TACGAAACAC GGAAACCGAA 
4001 CGTTTTGCAG CAGCAGTCGC 
4051 TCTGCTAACC AGTAAGGCAA 
4101 AGGAGCACGA TCATGCGCAC 
4151 CTGCTTCTCG CCGAAACGTT 
25 4201 CGAGGGCGTG CAAGATTCCG 
4251 GCGCTCCAGC GAAAGCGGTC 
4301 CACCTGTCCT ACGAGTTGCA 
4351 CGATAGTCAT GCCCCGCGCC 
4 401 CTCAAGGGCA TCGGTCGAGA 
30 4451 ATTAATTGCG TTGCGCTCAC 
4501 GCCAGCTGCA TTAATGAATC 
4551 ATTGGGCGCC AGGGTGGTTT 
4601 GATTGCCCTT CACCGCCTGG 
4 651 CTGGTTTGCC CCAGCAGGCG 
35 4 701 GATATAACAT GAGCTGTCTT 
47 51 CCGCACCAAC GCGCAGCCCG 
4801 GCCATCTGAT CGTTGGCAAC 
4851 CAGCATTTGC ATGGTTTGTT 
4 901 CCCGTTCCGC TATCGGCTGA 
40 4 951 CCAGCCAGAC GCAGACGCGC 
5001 CGCGATTTGC TGGTGACCCA 
5051 TACCGTCTTC ATGGGAGAAA 
5101 ACATCAAGAA ATAACGCCGG 
5151 GGCATCCTGG TCATCCAGCG 
45 5201 GCGCGAGAAG ATTGTGCACC 
5251 TCTACCATCG ACACCACCAC 
5301 AATCGCCGCG ACAATTTGCG 
5351 CAACGCCAAT CAGCAACGAC 
5401 TTGGGAATGT AATTCAGCTC 
50 5451 TTTCGCAGAA ACGTGGCTGG 
5501 AAGAGACACC GGCATACTCT 
5551 TTCACCACCC TGAATTGACT 
5601 AAAGGTTTTG CGCCATTCGA 
5651 TGCGACTCCT GCATTAGGAA 
55 5701 CACCGCCGCC GCAAGGAATG 
5751 CCCCGGCCAC GGGGCCTGCC 
5801 AGCCCGAAGT GGCGAGCCCG 
5851 GGCGCCAGCA ACCGCACCTG 
5901 CGGCGTAGAG GATCGAGATC 
60 5951 TAGGGGAATT GTGAGCGGAT 
6001 TAACTTTAAG AAGGAGATAT 



GGCGGAGCCT ATGGAAAAAC GCCAGCAACG 
GCCTTTTGCT GGCCTTTTGC TCACATGTTC 
TTCTGTGGAT AACCGTATTA CCGCCTTTGA 
GCAGCCGAAC GACCGAGCGC AGCGAGTCAG 
CGCCTGATGC GGTATTTTCT CCTTAGGCAT 
CATATATGGT GCACTCTCAG TACAATCTGC 
CCAGTATACA CTCCGCTATC GCTACGTGAC 
ACACCCGCCA ACACCCGCTG ACGCGCCCTG 
CATCCGCTTA CAGACAAGCT GTGACCGTCT 
AGGTTTTCAC CGTCATCACC GAAACGCGCG 
ATCAGCGTGG TCGTGAAGCG ATTCACAGAT 
CCAGCTCGTT GAGTTTCTCC AGAAGCGTTA 
CGGGCCATGT TAAGGGCGGT TTTTTCCTGT 
GTAAGGGGGA TTTCTGTTCA TGGGGGTAAT 
GGATGCTCAC GATACGGGTT ACTGATGATG 
CGTTGTGAGG GTAZ\ACAACT GGCGGTATGG 
AATCACTCAG GGTCAATGCC AGCGCTTCGT 
CACAGGGTAG CCAGCAGCAT CCTGCGATGC 
CAGGGCGCTG ACTTCCGCGT TTCCAGACTT 
GACCATTCAT GTTGTTGCTC AGGTCGCAGA 
TTCACGTTCG CTCGCGTATC GGTGATTCAT 
CCCCGCCAGC CTAGCCGGGT CCTCAACGAC 
CCGTGGGGCC GCCATGCCGG CGATAATGGC 
TGGTGGCGGG ACCAGTGACG AAGGCTTGAG 
AATACCGCAA GCGACAGGCC GATCATCGTC 
CTCGCCGAAA ATGACCCAGA GCGCTGCCGG 
TGATAAAGAA GACAGTCATA AGTGCGGCGA 
CACCGGAAGG AGCTGACTGG GTTGAAGGCT 
TCCCGGTGCC TAATGAGTGA GCTAACTTAC 
TGCCCGCTTT CCAGTCGGGA AACCTGTCGT 
GGCCAACGCG CGGGGAGAGG CGGTTTGCGT 
TTCTTTTCAC CAGTGAGACG GGCAACAGCT 
CCCTGAGAGA GTTGCAGCAA GCGGTCCACG 
AAAATCCTGT TTGATGGTGG TTAACGGCGG 
CGGTATCGTC GTATCCCACT ACCGAGATAT 
GACTCGGTAA TGGCGCGCAT TGCGCCCAGC 
CAGCATCGCA GTGGGAACGA TGCCCTCATT 
GAAAACCGGA CATGGCACTC CAGTCGCCTT 
ATTTGATTGC GAGTGAGATA TTTATGCCAG 
CGAGACAGAA CTTAATGGGC CCGCTAACAG 
ATGCGACCAG ATGCTCCACG CCCAGTCGCG 
ATAATACTGT TGATGGGTGT CTGGTCAGAG 
AACATTAGTG CAGGCAGCTT CCACAGCAAT 
GATAGTTAAT GATCAGCCCA CTGACGCGTT 
GCCGCTTTAC AGGCTTCGAC GCCGCTTCGT 
GCTGGCACCC AGTTGATCGG CGCGAGATTT 
ACGGCGCGTG CAGGGCCAGA CTGGAGGTGG 
TGTTTGCCCG CCAGTTGTTG TGCCACGCGG 
CGCCATCGCC GCTTCCACTT TTTCCCGCGT 
CCTGGTTCAC CACGCGGGAA ACGGTCTGAT 
GCGACATCGT ATAACGTTAC TGGTTTCACA 
CTCTTCCGGG CGCTATCATG CCATACCGCG 
TGGTGTCCGG GATCTCGACG CTCTCCCTTA 
GCAGCCCAGT AGTAGGTTGA GGCCGTTGAG 
GTGCATGCAA GGAGATGGCG CCCAACAGTC 
ACCATACCCA CGCCGAAACA AGCGCTCATG 
ATCTTCCCCA TCGGTGATGT CGGCGATATA 
TGGCGCCGGT GATGCCGGCC ACGATGCGTC 
TCGATCCCGC GAAATTAATA CGACTCACTA 
AACAATTCCC CTCTAGAAAT AATTTTGATT 
ACCATGAAA 
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1 CATCACCATC ACCATCACCC CATGAGCGAT TACGACATCC CCACTACTGA 
51 GAATCTTTAT TTTCAGGGCG CCATGGGAGG CACGGTACCG GATCCGAATT 
101 CGAGCTCCGT CGACAAGCTT GCGGCCGCAC TCGAGCACCA CCACCACCAC 
151 CACTGAGATC CGGCTGCTAA CAAAGCCCGA AAGGAAGCTG AGTTGGCTGC 
201 TGCCACCGCT GAGCAATT^C TAGCATAACC CCTTGGGGCC TCTAAACGGG 
251 TCTTGAGGGG TTTTTTGCTG AAAGGAGGAA CTATATCCGG ATTGGCGAAT 
301 GGGACGCGCC CTGTAGCGGC GCATTAAGCG CGGCGGGTGT GGTGGTTACG 
351 CGCAGCGTGA CCGCTACACT TGCCAGCGCC CTAGCGCCCG CTCCTTTCGC 
401 TTTCTTCCCT TCCTTTCTCG CCACGTTCGC CGGCTTTCCC CGTCAAGCTC 
451 TAAATCGGGG GCTCCCTTTA GGGTTCCGAT TTAGTGCTTT ACGGCACCTC 
501 GACCCCAAAA AACTTGATTA GGGTGATGGT TCACGTAGTG GGCCATCGCC 
551 CTGATAGACG GTTTTTCGCC CTTTGACGTT GGAGTCCACG TTCTTTAATA 
601 GTGGACTCTT GTTCCAAACT GGAACAACAC TCAACCCTAT CTCGGTCTAT 
651 TCTTTTGATT TATAAGGGAT TTTGCCGATT TCGGCCTATT GGTTAAAAAA 
701 TGAGCTGATT TAACAAAAAT TTAACGCGAA TTTTAACAAA ATATTAACGT 
751 TTACAATTTC AGGTGGCACT TTTCGGGGAA ATGTGCGCGG AACCCCTATT 
801 TGTTTATTTT TCTAAATACA TTCAAATATG TATCCGCTCA TGAATTAATT 
851 CTTAGAAAAA CTCATCGAGC ATCAAATGAA ACTGCAATTT ATTCATATCA 
901 GGATTATCAA TACCATATTT TTGAAAAAGC CGTTTCTGTA ATGAAGGAGA 
951 AAACTCACCG AGGCAGTTCC ATAGGATGGC AAGATCCTGG TATCGGTCTG 
1001 CGATTCCGAC TCGTCCAACA TCAATACAAC CTATTAATTT CCCCTCGTCA 
1051 AAAATAAGGT TATCAAGTGA GAAATCACCA TGAGTGACGA CTGAATCCGG 
1101 TGAGAATGGC AAAAGTTTAT GCATTTCTTT CCAGACTTGT TCAACAGGCC 
1151 AGCCATTACG CTCGTCATCA AAATCACTCG CATCAACCAA ACCGTTATTC 
1201 ATTCGTGATT GCGCCTGAGC GAGACGAAAT ACGCGATCGC TGTTAAAAGG 
1251 ACAATTACAA ACAGGAATCG AATGCAACCG GCGCAGGAAC ACTGCCAGCG 
1301 CATCAACAAT ATTTTCACCT GAATCAGGAT ATTCTTCTAA TACCTGGAAT 
1351 GCTGTTTTCC CGGGGATCGC AGTGGTGAGT AACCATGCAT CATCAGGAGT 
14 01 ACGGATAAAA TGCTTGATGG TCGGTU^GAGG CATAAATTCC GTCAGCCAGT 
1451 TTAGTCTGAC CATCTCATCT GTAACATCAT TGGCAACGCT ACCTTTGCCA 
1501 TGTTTCAGAA ACAACTCTGG CGCATCGGGC TTCCCATACA ATCGATAGAT 
1551 TGTCGCACCT GATTGCCCGA CATTATCGCG AGCCCATTTA TACCCATATA 
1601 AATCAGCATC CATGTTGGAA TTTAATCGCG GCCTAGAGCA AGACGTTTCC 
1651 CGTTGAATAT GGCTCATAAC ACCCCTTGTA TTACTGTTTA TGTAAGCAGA 
1701 CAGTTTTATT GTTCATGACC AAAATCCCTT AACGTGAGTT TTCGTTCCAC 
1751 TGAGCGTCAG ACCCCGTAGA AAAGATCAAA GGATCTTCTT GAGATCCTTT 
1801 TTTTCTGCGC GTAATCTGCT GCTTGCAAAC AAAAAAACCA CCGCTACCAG 
1851 CGGTGGTTTG TTTGCCGGAT CAAGAGCTAC CAACTCTTTT TCCGAAGGTA 
1901 ACTGGCTTCA GCAGAGCGCA GATACCATUIT ACTGTCCTTC TAGTGTAGCC 
1951 GTAGTTAGGC CACCACTTCA AGAACTCTGT AGCACCGCCT ACATACCTCG 
2001 CTCTGCTAAT CCTGTTACCA GTGGCTGCTG CCAGTGGCGA TAAGTCGTGT 
2051 CTTACCGGGT TGGACTCAAG ACGATAGTTA CCGGATAAGG CGCAGCGGTC 
2101 GGGCTGAACG GGGGGTTCGT GCACACAGCC CAGCTTGGAG CGAACGACCT 
2151 ACACCGAACT GAGATACCTA CAGCGTGAGC TATGAGAAAG CGCCACGCTT 
2201 CCCGAAGGGA GAAAGGCGGA CAGGTATCCG GTAAGCGGCA GGGTCGGAAC 
2251 AGGAGAGCGC ACGAGGGAGC TTCCAGGGGG AAACGCCTGG TATCTTTATA 
2301 GTCCTGTCGG GTTTCGCCAC CTCTGACTTG AGCGTCGATT TTTGTGATGC 
2351 TCGTCAGGGG GGCGGAGCCT ATGGAAAAAC GCCAGCAACG CGGCCTTTTT 
2401 ACGGTTCCTG GCCTTTTGCT GGCCTTTTGC TCACATGTTC TTTCCTGCGT 
2451 TATCCCCTGA TTCTGTGGAT AACCGTATTA CCGCCTTTGA GTGAGCTGAT 
2501 ACCGCTCGCC GCAGCCGAAC GACCGAGCGC AGCGAGTCAG TGAGCGAGGA 
2551 AGCGGAAGAG CGCCTGATGC GGTATTTTCT CCTTACGCAT CTGTGCGGTA 
2601 TTTCACACCG CATATATGGT GCACTCTCAG TACAATCTGC TCTGATGCCG 
2651 CATAGTTAAG CCAGTATACA CTCCGCTATC GCTACGTGAC TGGGTCATGG 
2701 CTGCGCCCCG ACACCCGCCA ACACCCGCTG ACGCGCCCTG ACGGGCTTGT 
27 51 CTGCTCCCGG CATCCGCTTA CAGACAAGCT GTGACCGTCT CCGGGAGCTG 
2801 CATGTGTCAG AGGTTTTCAC CGTCATCACC GAAACGCGCG AGGCAGCTGC 
2851 GGTAAAGCTC ATCAGCGTGG TCGTGAAGCG ATTCACAGAT GTCTGCCTGT 
2901 TCATCCGCGT CCAGCTCGTT GAGTTTCTCC AGAAGCGTTA ATGTCTGGCT 
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2951 TCTGATAAAG CGGGCCATGT TAAGGGCGGT TTTTTCCTGT TTGGTCACTG 
3001 ATGCCTCCGT GTAAGGGGGA TTTCTGTTCA TGGGGGTAAT GATACCGATG 
3051 AAACGAGAGA GGATGCTCAC GATACGGGTT ACTGATGATG AACATGCCCG 
3101 GTTACTGGAA CGTTGTGAGG GTAAACAACT GGCGGTATGG ATGCGGCGGG 
3151 ACCAGAGAAA AATCACTCAG GGTCAATGCC AGCGCTTCGT TAATACAGAT 
3201 GTAGGTGTTC CACAGGGTAG CCAGCAGCAT CCTGCGATGC AGATCCGGAA 
3251 CATAATGGTG CAGGGCGCTG ACTTCCGCGT TTCCAGACTT TACG7VAACAC 
3301 GGAAACCGAA GACCATTCAT GTTGTTGCTC AGGTCGCAGA CGTTTTGCAG 
3351 CAGCAGTCGC TTCACGTTCG CTCGCGTATC GGTGATTCAT TCTGCTAACC 
3401 AGTAAGGCAA CCCCGCCAGC CTAGCCGGGT CCTCAACGAC AGGAGCACGA 
3451 TCATGCGCAC CCGTGGGGCC GCCATGCCGG CGATAATGGC CTGCTTCTCG 
3501 CCGAAACGTT TGGTGGCGGG ACCAGTGACG AAGGCTTGAG CGAGGGCGTG 
3551 CAAGATTCCG AATACCGCAA GCGACAGGCC GATCATCGTC GCGCTCCAGC 
3601 GAAAGCGGTC CTCGCCGAAA ATGACCCAGA GCGCTGCCGG CACCTGTCCT 
3651 ACGAGTTGCA TGATAAAGAA GACAGTCATA AGTGCGGCGA CGATAGTCAT 
3701 GCCCCGCGCC CACCGGAAGG AGCTGACTGG GTTGAAGGCT CTCAAGGGCA 
3751 TCGGTCGAGA TCCCGGTGCC TAATGAGTGA GCTAACTTAC ATTAATTGCG 
3801 TTGCGCTCAC TGCCCGCTTT CCAGTCGGGA AACCTGTCGT GCCAGCTGCA 
3851 TTAATGAATC GGCCAACGCG CGGGGAGAGG CGGTTTGCGT ATTGGGCGCC 
3901 AGGGTGGTTT TTCTTTTCAC CAGTGAGACG GGCAACAGCT GATTGCCCTT 
3951 CACCGCCTGG CCCTGAGAGA GTTGCAGCAA GCGGTCCACG CTGGTTTGCC 
4 001 CCAGCAGGCG AAAATCCTGT TTGATGGTGG TTAACGGCGG GATATAACAT 
4051 GAGCTGTCTT CGGTATCGTC GTATCCCACT ACCGAGATAT CCGCACCAAC 
4101 GCGCAGCCCG GACTCGGTAA TGGCGCGCAT TGCGCCCAGC GCCATCTGAT 
4151 CGTTGGCAAC CAGCATCGCA GTGGGAACGA TGCCCTCATT CAGCATTTGC 
4201 ATGGTTTGTT GAAAACCGGA CATGGCACTC CAGTCGCCTT CCCGTTCCGC 
4251 TATCGGCTGA ATTTGATTGC GAGTGAGATA TTTATGCCAG CCAGCCAGAC 
4301 GCAGACGCGC CGAGACAGAA CTTAATGGGC CCGCTAACAG CGCGATTTGC 
4351 TGGTGACCCA ATGCGACCAG ATGCTCCACG CCCAGTCGCG TACCGTCTTC 
4401 ATGGGAGAAA ATAATACTGT TGATGGGTGT CTGGTCAGAG ACATCAAGAA 
4451 ATAACGCCGG AACATTAGTG CAGGCAGCTT CCACAGCAAT GGCATCCTGG 
4501 TCATCCAGCG GATAGTTAAT GATCAGCCCA CTGACGCGTT GCGCGAGAAG 
4551 ATTGTGCACC GCCGCTTTAC AGGCTTCGAC GCCGCTTCGT TCTACCATCG 
4601 ACACCACCAC GCTGGCACCC AGTTGATCGG CGCGAGATTT AATCGCCGCG 
4651 ACAATTTGCG ACGGCGCGTG CAGGGCCAGA CTGGAGGTGG CAACGCCAAT 
4701 CAGCAACGAC TGTTTGCCCG CCAGTTGTTG TGCCACGCGG TTGGGAATGT 
4751 AATTCAGCTC CGCCATCGCC GCTTCCACTT TTTCCCGCGT TTTCGCAGAA 
4801 ACGTGGCTGG CCTGGTTCAC CACGCGGGAA ACGGTCTGAT AAGAGACACC 
4 851 GGCATACTCT GCGACATCGT ATAACGTTAC TGGTTTCACA TTCACCACCC 
4901 TGAATTGACT CTCTTCCGGG CGCTATCATG CCATACCGCG AAAGGTTTTG 
4951 CGCCATTCGA TGGTGTCCGG GATCTCGACG CTCTCCCTTA TGCGACTCCT 
5001 GCATTAGGAA GCAGCCCAGT AGTAGGTTGA GGCCGTTGAG CACCGCCGCC 
5051 GCAAGGAATG GTGCATGCAA GGAGATGGCG CCCAACAGTC CCCCGGCCAC 
5101 GGGGCCTGCC ACCATACCCA CGCCGAAACA AGCGCTCATG AGCCCGAAGT 
5151 GGCGAGCCCG ATCTTCCCCA TCGGTGATGT CGGCGATATA GGCGCCAGCA 
5201 ACCGCACCTG TGGCGCCGGT GATGCCGGCC ACGATGCGTC CGGCGTAGAG 
5251 GATCGAGATC TCGATCCCGC GAAATTAATA CGACTCACTA TAGGGGAATT 
5301 GTGAGCGGAT AACAATTCCC CTCTAGAAAT AATTTTGATT TAACTTTAAG 
5351 AAGGAGATAT ACCATGAAA 
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1 AGCGCCCAAT ACGCAAACCG 
51 TGCAGCTGGC ACGACAGGTT 
101 CGCAATTAAT GTGAGTTAGC 
5 151 TTATGCTTCC GGCTCGTATG 

201 CACACAGGAA ACAGCTATGA 
251 GGTCGACTCT AGAGGATCCC 
301 GAAGAACTTT TCACTGGAGT 
351 TGTTJ^TGGG CACAAATTTT 
10 401 CATACGGAAA ACTTACCCTT 

451 GTTCCATGGC CAACACTTGT 
501 TTCCCGTTAT CCGGATCATA 
551 TGCCCGAAGG TTATGTACAG 
601 AACTACAAGA CGCGTGCTGA 
15 651 TCGTATCGAG TTAAAAGGTA 

701 GACACAAACT CGAGTACAAC 
751 GACAAACAAA AGAATGGAAT 
801 TGAAGATGGA TCCGTTCAAC 
851 TTGGCGATGG CCCTGTCCTT 
20 901 TCTGCCCTTT CGAAAGATCC 

951 TGAGTTTGTA ACTGCTGCTG 
1001 AATAATGAAT TCCAACTGAG 
1051 GTGTCAAAAA TAATAGGCCT 
1101 GCGCGTTTCG GTGATGACGG 
25 1151 GACGGTCACA GCTTGTCTGT 
1201 AGGGCGCGTC AGCGGGTGTT 
1251 GCATCAGAGC AGATTGTACT 
1301 GCACAGATGC GTAAGGAGAA 
1351 GTGATACGCC TATTTTTATA 
30 1401 GACGTCAGGT GGCACTTTTC 
1451 TATTTTTCTA AATACATTCA 
1501 TGATAAATGC TTCAATAATA 
1551 TTTCCGTGTC GCCCTTATTC 
1601 TTGCTCACCC AGAAACGCTG 
35 1651 GGTGCACGAG TGGGTTACAT 
1701 TGAGAGTTTT CGCCCCGAAG 
1751 TTCTGCTATG TGGCGCGGTA 
1801 CTCGGTCGCC GCATACACTA 
1851 AGTCACAGAA AAGCATCTTA 
40 1901 GTGCTGCCAT AACCATGAGT 
1951 ACGATCGGAG GACCGAAGGA 
2001 TCATGTAACT CGCCTTGATC 
2051 CAAACGACGA GCGTGACACC 
2101 CGCAAACTAT TAACTGGCGA 
45 2151 AATAGACTGG ATGGAGGCGG 
2201 CCCTTCCGGC TGGCTGGTTT 
2251 GGGTCTCGCG GTATCATTGC 
2301 TATCGTAGTT ATCTACACGA 
2351 ATAGACAGAT CGCTGAGATA 
50 2401 TCAGACCAAG TTTACTCATA 
24 51 TTAATTTAAA AGGATCTAGG 
2501 AAATCCCTTA ACGTGAGTTT 
2551 AAGATCAAAG GATCTTCTTG 
2 601 CTTGCAAACA AAAAAACCAC 
55 2651 AAGAGCTACC AACTCTTTTT 
2701 ATACCAAATA CTGTCCTTCT 
2751 GAACTCTGTA GCACCGCCTA 
2801 TGGCTGCTGC CAGTGGCGAT 
2851 CGATAGTTAC CGGATAAGGC 
60 2901 CACACAGCCC AGCTTGGAGC 



SEQUENCE LISTING 4 

CCTCTCCCCG CGCGTTGGCC GATTCATTAA 
TCCCGACTGG AAAGCGGGCA GTGAGCGCAA 
TCACTCATTA GGCACCCCAG GCTTTACACT 
TTGTGTGGAA TTGTGAGCGG ATAACAATTT 
CCATGATTAC GCCAAGCTTG CATGCCTGCA 
CGGGTACCGG TAGAAAAAAT GAGTT^^GGA 
TGTCCCAATT CTTGTTGAAT TAGATGGTGA 
CTGTCAGTGG AGAGGGTGAA GGTGATGCAA 
AAATTTATTT GCACTACTGG AAAACTACCT 
CACTACTTTC TCTTATGGTG TTCAATGCTT 
TGAAACGGCA TGACTTTTTC AAGAGTGCCA 
GAACGCACTA TATCTTTCAA AGATGACGGG 
AGTCAAGTTT GAAGGTGATA CCCTTGTTAA 
TTGATTTTAA AGAAGATGGA AACATTCTCG 
TATAACTCAC ACAATGTATA CATCACGGCA 
CAAAGCTAAC TTCAAAATTC GCCACAACAT 
TAGCAGACCA TTATCAACAA AATACTCCAA 
TTACCAGACA ACCATTACCT GTCGACACAA 
CAACGAAAAG CGTGACCACA TGGTCCTTCT 
GGATTACACA TGGCATGGAT GAGCTCTACA 
CGCCGGTCGC TACCATTACC AACTTGTCTG 
ACTAGTCGGC CGTACGGGCC CTTTCGTCTC 
TGAAAACCTC TGACACATGC AGCTCCCGGA 
AAGCGGATGC CGGGAGCAGA CAAGCCCGTC 
GGCGGGTGTC GGGGCTGGCT TAACTATGCG 
GAGAGTGCAC CATATGCGGT GTGAAATACC 
AATACCGCAT CAGGCGGCCT TAAGGGCCTC 
GGTTAATGTC ATGATAATAA TGGTTTCTTA 
GGGGAAATGT GCGCGGAACC CCTATTTGTT 
AATATGTATC CGCTCATGAG ACAATAACCC 
TTGAAAAAGG AAGAGTATGA GTATTCAACA 
CCTTTTTTGC GGCATTTTGC CTTCCTGTTT 
GTGAAAGTAA AAGATGCTGA AGATCAGTTG 
CGAACTGGAT CTCAACAGCG GTAAGATCCT 
AACGTTTTCC AATGATGAGC ACTTTTAAAG 
TTATCCCGTA TTGACGCCGG GCAAGAGCAA 
TTCTCAGAAT GACTTGGTTG AGTACTCACC 
CGGATGGCAT GACAGTAAGA GAATTATGCA 
GATAACACTG CGGCC2\ACTT ACTTCTGACA 
GCTAACCGCT TTTTTGCACA ACATGGGGGA 
GTTGGGAACC GGAGCTGAAT GAAGCCATAC 
ACGATGCCTG TAGCAATGGC AACAACGTTG 
ACTACTTACT CTAGCTTCCC GGCAACAATT 
ATAAAGTTGC AGGACCACTT CTGCGCTCGG 
ATTGCTGATA AATCTGGAGC CGGTGAGCGT 
AGCACTGGGG CCAGATGGTA AGCCCTCCCG 
CGGGGAGTCA GGCAACTATG GATGAACGAA 
GGTGCCTCAC TGATTAAGCA TTGGTAACTG 
TATACTTTAG ATTGATTTAA AACTTCATTT 
TGAAGATCCT TTTTGATAAT CTCATGACCA 
TCGTTCCACT GAGCGTCAGA CCCCGTAGAA 
AGATCCTTTT TTTCTGCGCG TAATCTGCTG 
CGCTACCAGC GGTGGTTTGT TTGCCGGATC 
CCGAAGGTAA CTGGCTTCAG CAGAGCGCAG 
AGTGTAGCCG TAGTTAGGCC ACCACTTCAA 
CATACCTCGC TCTGCTAATC CTGTTACCAG 
AAGTCGTGTC TTACCGGGTT GGACTCAAGA 
GCAGCGGTCG GGCTGAACGG GGGGTTCGTG 
GAACGACCTA CACCGAACTG AGATACCTAC 
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2951 AGCGTGAGCT ATGAGAAAGC GCCACGCTTC CCGAAGGGAG AAAGGCGGAC 
3001 AGGTATCCGG TAAGCGGCAG GGTCGGAACA GGAGAGCGCA CGAGGGAGCT 
3051 TCCAGGGGGA AACGCCTGGT ATCTTTATAG TCCTGTCGGG TTTCGCCACC 
3101 TCTGACTTGA GCGTCGATTT TTGTGATGCT CGTCAGGGGG GCGGAGCCTA 
3151 TGGAAAT^CG CCAGCAACGC GGCCTTTTTA CGGTTCCTGG CCTTTTGCTG 
3201 GCCTTTTGCT CACATGTTCT TTCCTGCGTT ATCCCCTGAT TCTGTGGATA 
3251 ACCGTATTAC CGCCTTTGAG TGAGCTGATA CCGCTCGCCG CAGCCGAACG 
3301 ACCGAGCGCA GCGAGTCAGT GAGCGAGGAA GCGGAAG 
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SEQUENCE LISTING 5 

1 ATGAAACATC ACCATCACCA TCACCCCATG AGCGATTACG ACATCCCCAC 
51 TACTGAGAAT CTTTATTTTC AGGGCGCCAT GGGAGGCACG GTACCGGTAG 
101 AA?\AAATGAG TAAAGGAGAA GAACTTTTCA CTGGAGTTGT CCCAATTCTT 
5 151 GTTGAATTAG ATGGTGATGT TAATGGGCAC AAATTTTCTG TCAGTGGAGA 

201 GGGTGAAGGT GATGCAACAT ACGGAAAACT TACCCTTAAA TTTATTTGCA 
251 CTACTGGAAA ACTACCTGTT CCATGGCCAA CACTTGTCAC TACTTTCTCT 
301 TATGGTGTTC AATGCTTTTC CCGTTATCCG GATCATATGA AACGGCATGA 
351 CTTTTTCAAG AGTGCCATGC CCGAAGGTTA TGTACAGGAA CGCACTATAT 

10 401 CTTTCAAAGA TGACGGGAAC TACAAGACGC GTGCTGAAGT CAAGTTTGAA 

451 GGTGATACCC TTGTTAATCG TATCGAGTTA AAAGGTATTG ATTTTAAAGA 
501 AGATGGAAAC ATTCTCGGAC ACAAACTCGA GTACAACTAT AACTCACACA 
551 ATGTATACAT CACGGCAGAC AAACAAAAGA ATGGAATCAA AGCTAACTTC 
601 AAAATTCGCC ACAACATTGA AGATGGATCC GTTCAACTAG CAGACCATTA 

15 651 TCAACAAAAT ACTCCAATTG GCGATGGCCC TGTCCTTTTA CCAGACAACC 

701 ATTACCTGTC GACACAATCT GCCCTTTCGA AAGATCCCAA CGAAAAGCGT 
751 GACCACATGG TCCTTCTTGA GTTTGTAACT GCTGCTGGGA TTACACATGG 
801 CATGGATGAG CTCCGTCGAC AAGCTTGCGG CCGCACTCGA GCACCACCAC 
851 CACCACCACT GAGATCCGGC TGCTAACAAA GCCCGAAAGG AAGCTGAGTT 

20 901 GGCTGCTGCC ACCGCTGAGC AATAACTAGC ATAACCCCTT GGGGCCTCTA 

951 AACGGGTCTT GAGGGGTTTT TTGCTGAAAG GAGGAACTAT ATCCGGATTG 
1001 GCGAATGGGA CGCGCCCTGT AGCGGCGCAT TAAGCGCGGC GGGTGTGGTG 
1051 GTTACGCGCA GCGTGACCGC TACACTTGCC AGCGCCCTAG CGCCCGCTCC 
1101 TTTCGCTTTC TTCCCTTCCT TTCTCGCCAC GTTCGCCGGC TTTCCCCGTC 

25 1151 AAGCTCTAAA TCGGGGGCTC CCTTTAGGGT TCCGATTTAG TGCTTTACGG 
1201 CACCTCGACC CCA7UVAAACT TGATTAGGGT GATGGTTCAC GTAGTGGGCC 
1251 ATCGCCCTGA TAGACGGTTT TTCGCCCTTT GACGTTGGAG TCCACGTTCT 
1301 TTAATAGTGG ACTCTTGTTC CAAACTGGAA CAACACTCAA CCCTATCTCG 
1351 GTCTATTCTT TTGATTTATA AGGGATTTTG CCGATTTCGG CCTATTGGTT 

30 1401 AAAAAATGAG CTGATTTAAC AAAAATTTAA CGCGAATTTT AACAAAATAT 
14 51 TAACGTTTAC AATTTCAGGT GGCACTTTTC GGGGAAATGT GCGCGGAACC 
1501 CCTATTTGTT TATTXTTCTA AATACATTCA AATATGTATC CGCTCATGAA 
1551 TTAATTCTTA GAAAAACTCA TCGAGCATCA AATGAAACTG CAATTTATTC 
1601 ATATCAGGAT TATCAATACC ATATTTTTGA AAAAGCCGTT TCTGTAATGA 

35 1651 AGGAGAAAAC TCACCGAGGC AGTTCCATAG GATGGCAAGA TCCTGGTATC 
1701 GGTCTGCGAT TCCGACTCGT CCAACATCAA TACAACCTAT TAATTTCCCC 
1751 TCGTCAAAAA TAAGGTTATC AAGTGAGAAA TCACCATGAG TGACGACTGA 
1801 ATCCGGTGAG AATGGCAAAA GTTTATGCAT TTCTTTCCAG ACTTGTTCAA 
1851 CAGGCCAGCC ATTACGCTCG TCATCAAAAT CACTCGCATC AACCAAACCG 

40 1901 TTATTCATTC GTGATTGCGC CTGAGCGAGA CGAAATACGC GATCGCTGTT 
1951 AAAAGGACAA TTACAAACAG GAATCGAATG CAACCGGCGC AGGAACACTG 
2001 CCAGCGCATC AACAATATTT TCACCTGAAT CAGGATATTC TTCTAATACC 
2051 TGGAATGCTG TTTTCCCGGG GATCGCAGTG GTGAGTAACC ATGCATCATC 
2101 AGGAGTACGG ATAAAATGCT TGATGGTCGG AAGAGGCATA AATTCCGTCA 

45 2151 GCCAGTTTAG TCTGACCATC TCATCTGTAA CATCATTGGC AACGCTACCT 
2201 TTGCCATGTT TCAGAAACAA CTCTGGCGCA TCGGGCTTCC CATACAATCG 
2251 ATAGATTGTC GCACCTGATT GCCCGACATT ATCGCGAGCC CATTTATACC 
2301 CATATAAATC AGCATCCATG TTGGAATTTA ATCGCGGCCT AGAGCAAGAC 
2351 GTTTCCCGTT GAATATGGCT CATAACACCC CTTGTATTAC TGTTTATGTA 
50 2401 AGCAGACAGT TTTATTGTTC ATGACCAAAA TCCCTTAACG TGAGTTTTCG 
2451 TTCCACTGAG CGTCAGACCC CGTAGAAAAG ATCAAAGGAT CTTCTTGAGA 
2501 TCCTTTTTTT CTGCGCGTAA TCTGCTGCTT GCAAACAAZ^ AAACCACCGC 
2551 TACCAGCGGT GGTTTGTTTG CCGGATCAAG AGCTACCAAC TCTTTTTCCG 
2601 AAGGTAACTG GCTTCAGCAG AGCGCAGATA CCAAATACTG TCCTTCTAGT 
55 2651 GTAGCCGTAG TTAGGCCACC ACTTCAAGAA CTCTGTAGCA CCGCCTACAT 
2701 ACCTCGCTCT GCTAATCCTG TTACCAGTGG CTGCTGCCAG TGGCGATAAG 
2751 TCGTGTCTTA CCGGGTTGGA CTCAAGACGA TAGTTACCGG ATAAGGCGCA 
2801 GCGGTCGGGC TGAACGGGGG GTTCGTGCAC ACAGCCCAGC TTGGAGCGAA 
2851 CGACCTACAC CGAACTGAGA TACCTACAGC GTGAGCTATG AGAAAGCGCC 
60 2901 ACGCTTCCCG AAGGGAGAAA GGCGGACAGG TATCCGGTAA GCGGCAGGGT 
2951 CGGAACAGGA GAGCGCACGA GGGAGCTTCC AGGGGGAAAC GCCTGGTATC 
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3001 TTTATAGTCC TGTCGGGTTT 
3051 TGATGCTCGT CAGGGGGGCG 
3101 CTTTTTACGG TTCCTGGCCT 
3151 CTGCGTTATC CCCTGATTCT 
5 3201 GCTGATACCG CTCGCCGCAG 
3251 CGAGGAAGCG GAAGAGCGCC 
3301 GCGGTATTTC ACACCGCATA 
3351 ATGCCGCATA GTTAAGCCAG 
3401 TCATGGCTGC GCCCCGACAC 
10 3451 GCTTGTCTGC TCCCGGCATC 
3501 GAGCTGCATG TGTCAGAGGT 
3551 AGCTGCGGTA AAGCTCATCA 
3601 GCCTGTTCAT CCGCGTCCAG 
3651 CTGGCTTCTG ATAAAGCGGG 
15 37 01 TCACTGATGC CTCCGTGTAA 
3751 CCGATGAAAC GAGAGAGGAT 
3801 TGCCCGGTTA CTGGAACGTT 
3851 GGCGGGACCA GAGAAAAATC 
3901 ACAGATGTAG GTGTTCCACA 
20 3951 CCGGAACATA ATGGTGCAGG 
4001 AAACACGGAA ACCGAAGACC 
4051 TTGCAGCAGC AGTCGCTTCA 
4101 CTAACCAGTA AGGCAACCCC 
4151 GCACGATCAT GCGCACCCGT 
25 4201 TTCTCGCCGA AACGTTTGGT 
4251 GGCGTGCTVAG ATTCCGAATA 
4301 TCCAGCGAAA GCGGTCCTCG 
4351 TGTCCTACGA GTTGCATGAT 
4401 AGTCATGCCC CGCGCCCACC 
30 4451 AGGGCATCGG TCGAGATCCC 
4501 ATTGCGTTGC GCTCACTGCC 
4551 GCTGCATTAA TGAATCGGCC 
4601 GGCGCCAGGG TGGTTTTTCT 
4651 GCCCTTCACC GCCTGGCCCT 
35 4701 TTTGCCCCAG CAGGCGAAAA 
4751 TAACATGAGC TGTCTTCGGT 
4 801 ACCAACGCGC AGCCCGGACT 
4851 TCTGATCGTT GGCAACCAGC 
4 901 ATTTGCATGG TTTGTTGAAA 
40 4951 TTCCGCTATC GGCTGAATTT 
5001 CCAGACGCAG ACGCGCCGAG 
5051 ATTTGCTGGT GACCCAATGC 
5101 GTCTTCATGG GAGAAAATAA 
5151 CAAGAAATAA CGCCGGAACA 
45 5201 TCCTGGTCAT CCAGCGGATA 
5251 GAGAAGATTG TGCACCGCCG 
5301 CCATCGACAC CACCACGCTG 
5351 GCCGCGACAA TTTGCGACGG 
54 01 GCCAATCAGC AACGACTGTT 
50 5451 GAATGTAATT CAGCTCCGCC 
5501 GCAGAAACGT GGCTGGCCTG 
5551 GACACCGGCA TACTCTGCGA 
5601 CCACCCTGAA TTGACTCTCT 
5651 GTTTTGCGCC ATTCGATGGT 
55 5701 ACTCCTGCAT TAGGAAGCAG 
5751 GCCGCCGCAA GGAATGGTGC 
5801 GGCCACGGGG CCTGCCACCA 
5851 CGT^GTGGCG AGCCCGATCT 
5901 CCAGCAACCG CACCTGTGGC 
60 5951 GTAGAGGATC GAGATCTCGA 
6001 GGAATTGTGA GCGGATAACA 
6051 TTTAAGAAGG AGATATACC 



CGCCACCTCT GACTTGAGCG TCGATTTTTG 
GAGCCTATGG AAAAACGCCA GCAACGCGGC 
TTTGCTGGCC TTTTGCTCAC ATGTTCTTTC 
GTGGATAACC GTATTACCGC CTTTGAGTGA 
CCGAACGACC GAGCGCAGCG AGTCAGTGAG 
TGATGCGGTA TTTTCTCCTT ACGCATCTGT 
TATGGTGCAC TCTCAGTACA ATCTGCTCTG 
TATACACTCC GCTATCGCTA CGTGACTGGG 
CCGCCAACAC CCGCTGACGC GCCCTGACGG 
CGCTTACAGA CAAGCTGTGA CCGTCTCCGG 
TTTCACCGTC ATCACCGAAA CGCGCGAGGC 
GCGTGGTCGT GAAGCGATTC ACAGATGTCT 
CTCGTTGAGT TTCTCCAGAA GCGTTAATGT 
CCATGTTAAG GGCGGTTTTT TCCTGTTTGG 
GGGGGATTTC TGTTCATGGG GGTAATGATA 
GCTCACGATA CGGGTTACTG ATGATGAACA 
GTGAGGGTAA ACAACTGGCG GTATGGATGC 
ACTCAGGGTC AATGCCAGCG CTTCGTTAAT 
GGGTAGCCAG CAGCATCCTG CGATGCAGAT 
GCGCTGACTT CCGCGTTTCC AGACTTTACG 
ATTCATGTTG TTGCTCAGGT CGCAGACGTT 
CGTTCGCTCG CGTATCGGTG ATTCATTCTG 
GCCAGCCTAG CCGGGTCCTC AACGACAGGA 
GGGGCCGCCA TGCCGGCGAT AATGGCCTGC 
GGCGGGACCA GTGACGAAGG CTTGAGCGAG 
CCGCAAGCGA CAGGCCGATC ATCGTCGCGC 
CCGAAAATGA CCCAGAGCGC TGCCGGCACC 
AAAGAAGACA GTCATAAGTG CGGCGACGAT 
GGAAGGAGCT GACTGGGTTG AAGGCTCTCA 
GGTGCCTAAT GAGTGAGCTA ACTTACATTA 
CGCTTTCCAG TCGGGAAACC TGTCGTGCCA 
AACGCGCGGG GAGAGGCGGT TTGCGTATTG 
TTTCACCAGT GAGACGGGCA ACAGCTGATT 
GAGAGAGTTG CAGCAAGCGG TCCACGCTGG 
TCCTGTTTGA TGGTGGTTAA CGGCGGGATA 
ATCGTCGTAT CCCACTACCG AGATATCCGC 
CGGTAATGGC GCGCATTGCG CCCAGCGCCA 
ATCGCAGTGG GAACGATGCC CTCATTCAGC 
ACCGGACATG GCACTCCAGT CGCCTTCCCG 
GATTGCGAGT GAGATATTTA TGCCAGCCAG 
ACAGAACTTA ATGGGCCCGC TAACAGCGCG 
GACCAGATGC TCCACGCCCA GTCGCGTACC 
TACTGTTGAT GGGTGTCTGG TCAGAGACAT 
TTAGTGCAGG CAGCTTCCAC AGCAATGGCA 
GTTAATGATC AGCCCACTGA CGCGTTGCGC 
CTTTACAGGC TTCGACGCCG CTTCGTTCTA 
GCACCCAGTT GATCGGCGCG AGATTTAATC 
CGCGTGCAGG GCCAGACTGG AGGTGGCAAC 
TGCCCGCCAG TTGTTGTGCC ACGCGGTTGG 
ATCGCCGCTT CCACTTTTTC CCGCGTTTTC 
GTTCACCACG CGGGA2\ACGG TCTGATAAGA 
CATCGTATAA CGTTACTGGT TTCACATTCA 
TCCGGGCGCT ATCATGCCAT ACCGCGAAAG 
GTCCGGGATC TCGACGCTCT CCCTTATGCG 
CCCAGTAGTA GGTTGAGGCC GTTGAGCACC 
ATGCAAGGAG ATGGCGCCCA ACAGTCCCCC 
TACCCACGCC GAAACAAGCG CTCATGAGCC 
TCCCCATCGG TGATGTCGGC GATATAGGCG 
GCCGGTGATG CCGGCCACGA TGCGTCCGGC 
TCCCGCGAAA TTAATACGAC TCACTATAGG 
ATTCCCCTCT AGAAATAATT TTGATTTAAC 
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